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| TIME ALLOWED: THREE HOURS
" INSTRUCTIONS: 1. THE EXAMINATION HAS FOUR (4)

QUESTIONS. ANSWER ANY THREE (3).

2. EACH QUESTION CARRIES 30 MARKS.
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LARGE AND CLEARLY LABELLED DIAGRAMS
WHERE APPROPRIATE.
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QUESTION 1

Discuss the evolutionary history of African mammals. Explain how the mammalian
fauna of the African continent has arising. Make sure to describe the various
colonization events, and the groups that evolved in sifu.

[30 Marks]

UESTION 2

The TUCN has defined a number of categories to describe the conservation status of
plants and animals. Describe these various categories and explain what each category
means. Then compare the TUCN Red List system with any two other systems that
have been proposed for categorizing conservation value.

[30 Marks]

UESTION 3

“Large carnivores are incompatible with humanity and are therefore doomed to
~ extinction”. Discuss this statement.

[30 Marks]

QUESTION 4

Bats provide valuable ecosystem services. Describe these services and provide real-
life examples to illustrate your answer. Do these positive services out-weigh the
- negative impacts of discase transmission and crop damage (by fruit bats)?

[30 Marks]
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cytochrome b, partial (mitochondrion) [Stigmochelys pardalis] - Protein ... https:ffwww.nebi.rtm.nih.goviprotein/CB183378.
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cytochrome b, partial (mitochondrion) [Stigmochelys pardalis]

GenBank: CBI83378.1
Identical Proteins FASTA  Graphics

Go to:

LOCUSs CBIf3378 378 aa linear VRT 25-JUL-Z2016
DEFINITION cytochrome b, partial {mitochondrion) {Stigmochelys pardalis}.
ACCESSION CHEIB3378

VERSIGN CBIB3378.1

DBSQURCE embl accession FN646155.1

KEYHORRS

SOURCE mitochondrion Stigmochelys pardalis {leopard tortoise)

ORGANEISM Stigmochelys pardalis
Bukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi:
Archelosauria; Testudines; Cryptodira; Durocryptodira;
Testudinoldea; Testudinidae; Stigmochelys.
REFERENCE 1
AUTHORS Fritz,U., Daniels,S.R., Hofmeyr,M.D., Gonzalez,Jd.,
Barrio-Amoros,C,L,, Siroky,P., Hundsdoerfer,A.K. and Stuckas,H.
TITLE Mitochondrial phylogeography and subspecies of the wide-ranging
sub-Saharan leopard lLorteise Stigmochelys pardalis — a case study
for the pitfalls of pseudogenes and GenBank sequences {Reptilia:
Testudines: Testudinidae)
JOURNATL, J. Zool, Syst, Bvol. Res. 48, 348-35% (2010}
REFERENCE 2  (residues 1 te 378)
AUTHORS Mueller, A.
TITLE Direct Submission
JOURNAL Submitted (18-DEC-2009)} Mueller A., Senckenberg Naturhistorische
sammlungen, Xcenigsbruecker Landstrasse 159, 01109 Dresden, GERMANY
FEATURES Location/Qualifiers
source 1..378
/organisn="Stigmochelys pardalis"
/organelle="nitochondrion"
/specimen_voucher="MTD:T:2583"
/fdb_xref="taxen:569568"
fhaplotype="Ia"

Brotein <1..7378
/product="cytochrone b"
Region 1..378

/region _name="CYTB"
/note="cytochrome b; Provisional; MTHOOL19"
/db_xref="CDD:214425"
Region §..205
/region_name="Cytochrome b N*
/note="Cytochrome b (N-terminus)/bé/petB: Cytochrome b is
a subunit of cytochrome bel, an 1l-subunit mitochondrial
respiratory enzyme. Cytechrome b spans the mitochondrial
membrane with 8 transmembrane helices {A-H) in eukaryotes.
In plants and cyanobacteria; cd00284"
/db_xref="CDD:238176"
s;te order(16..17,34,37,196,204)
’ /site type="other”
/note="{i binding site™
/b _®ref="CDD: 2581767
Site order{17..18,22..24,30..31,34..35,38,62,77,80..81,084..065,
87..88,90,,91,%4,101..106,108..109,112,.113,116,113,.120,
130,134..140,144..145,153,208)
/site_type=“other"
/note="intrachain domain interface"
/db_xref="CDD:238176"
Site order{18..19,21,24,45,49,452..53,62..63,66..67,70..74,
T 76..78,81,167,200..201)
/site_type="other"”
/note="interchain domain interface [polypeptide binding]"
/fdb_xref="CDD:238176"
Site Order(3ﬁ,§3..34,36..37,89,93,96..97,99,111..112,115..11&
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118..119,192,195,.196,199,204..205
/site_type="other"

/nete="hems bH binding site [chemical binding}”
/db_xxef="CDD:23B176"

site order{40,43..44,47.,44,50,.51,54,65,79,82..93, 96,125,126,
129..130,132,.133,181,.182,18%)
/site_type="other"

/note='hema bl binding site {chemical bindingl”
/db_xref="cDb:238176"

Site order{120,123..124,127,,128,143,144..145,149,177,180)
/site_type="other"

/note="0c binding site”
/db xref="cDD:238176"

Region 206.,353
/region_name="cytochrome b C"

/note="Cytochrome b(C-terminus)/bé/peth: Cytochrome b is a
subunit ¢f cytochrome becl, an li-subunit mitechondrial
respiratory enzyme. Cytochrome b spans the mitochondriasl
membrane with 8 transmembrane helices (A-H) in eukaryotes.
In plants and cyanobacteria; cd{0294"
/db_xref="CDD:238178"

Site order (206.,208,210..218,221..223,225, .226,229,232..233,

236,239..240,243..244,245,252,255..256,310..311,316,.317)

/site type="other"

/note="interchain domain interface [polypeptide binding)"

/db_xref="CDD:238170%

Site order (206..207,212,215.,217,219,223,226..227,230, 231,234,
238..239,241,.243,246,251,253..254,256,,260,262..264,267,
269..272,287,297,300..301,303..305,307}
/site_type="other"
/note="intrachain domain interface"
/db xref="CDD:238178%

Site order (219,227)
/site_type="other"
/note="0i binding site”
/db_xref="cDD;238179"

Site order(267,269..270,273,276..277,293)
/site type="other"

/note="Qo binding site"
fdb xref="COD:238179"

cDs 1.,378
fgene="cytb"

/coded by="FN646155,1:<1..>1136"
Jcodon_start=3
/transl table=2

ORIGIN

-

tnlrkthpmi kiinnsfidl pspsnisaww nfgsilgicl ilqmitgifl amhyspnisl
61 afssvahitr dvgygwlirn mhangasnff mciylhigrg lyygsylvke temtgiilll
121 lvmatafvgy vlipwggmsfw gatvitnlls aipyigntlv gwiwggfsvd natltrffif
181 hfllpfiisg laivhl1flh etgasnnpbgl nsnsdkipfh pyfaykdile 1ilmlrolllt
241 1tifspnllyg dpdnftpanp lstpphikpe wyflfayail rsipnklggyv talilsilvl
301 flmptihtsk qrstmfrplin gillwalaad llmltwiggg pvedpfilig geasilyfti
361 1llilmpmagm ienkmlinl
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